Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.037; wR factor = 0.109; data-to-parameter ratio = 11.0.
For biological applications of hydrazinecarboxamide and its derivatives, see: Afrasiabi et al. (2005) ; Siji et al. (2010) ; Beraldo & Gambino (2004) . For related structures and background references, see: Sithambaresan & Kurup (2011) ; Noblía et al. (2004 Noblía et al. ( , 2005 ; Benítez et al. (2009 Benítez et al. ( , 2011 ; Rivadeneira et al. (2009) ; Gambino et al. (2011) . For standard bond-length data, see: Allen et al. (1987) ; Kala et al. (2007) . For the synthesis, see: Sreekanth et al. (2004) . Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.109 S = 1.05 1794 reflections 163 parameters 5 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.15 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C1-C6 ring Symmetry codes: (i) Àx þ 3; Ày þ 3; Àz þ 1; (ii) Àx þ 3; Ày þ 2; Àz þ 1; (iii) x À 1; y; z.
Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2 and SAINT (Bruker, 2004); data reduction: SAINT and XPREP (Bruker, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010 The importance of semicarbazones lies in its pharmacological activities such as antitumoral (Afrasiabi et al., 2005) , antimicrobial (Siji et al., 2010) , antihypertensive, hypolipidemic, antineoplastic, hypnotic and anticonvulsant properties (Beraldo & Gambino, 2004) . As the literature reports, the title compound, C 10 H 13 N 3 O 3 , is a tridentate semicarbazone ligand which formed complexes with vanadium (Noblía et al., 2004 (Noblía et al., , 2005 Rivadeneira et al., 2009; Benítez et al., 2009; Benítez et al., 2011) , and gallium and have demonstrated to possess biological activity as antitumor and antiparasitic agents.
The compound crystallizes in triclinic, P1 space group. The molecule exists in the E configuration with respect to C7═N1 bond (Sithambaresan & Kurup, 2011) which is confirmed by the torsion angle of -176.32 (13)° of C6-C7-N1 -N2 moiety (Fig. 1) . The torsion angle value of -169.81 (13)° corresponding to N1-N2-C8-O3 moiety supports the trans configuration of the O3 atom with respect to the hydrazine nitrogen atom N1 similar to its phenyl derivative (Sithambaresan & Kurup, 2011) . The torsion angle value of 10.5 (2)° corresponding to N1-N2-C8-N3 moiety supports the cis configuration of the N3 atom with respect to the nitrogen atom N1. Also the torsion angles of -1.8 (2)° and 6.9 (2)° for O2-C1-C6-C7 and C1-C6-C7-N1 moieties respectively confirm the cis configuration of phenolic oxygen O2 and azomethine nitrogen N1 and it favours intramolecular hydrogen bonding between N1 and H attached to O2. The molecule as a whole slightly goes out of planarity with maximum mean plane deviations of 0.392 (2)° at N(3) and -0.345 (1)° at O(3).
Even though atom O1 lies cis to O2, with a torsion angle of -0.8 (2)° (O2-C1-C2-O1) and N1 lies cis to N3, with a torsion angle of 10.5 (2)° (N1-N2-C8-N3), there are no intramolecular hydrogen bonding interactions involving N3 -H3′···N1 and O2-H2′···O1 bonds, which makes the title compound different from its phenyl derivative (Sithambaresan & Kurup, 2011) . The C7═N1 [1.278 (2) Å] and C8═O3 [1.2481 (17) Two conventional intermolecular hydrogen bonds are present in the molecular system (Fig. 2) between the O3 and the H atoms attached to N2 and N3 atoms of the neighbouring molecules with D···A distances of 2.8963 (19) and 2.9032 (18) Å. N2-H2···O3 hydrogen bonds form centrosymmetric dimers and these dimers are connected together by means of N3-H3A···O3 hydrogen bond to construct a 1-D hydrogen bonding chain and such chains are beautifully connected one over the other by C-H···π interaction (Fig. 3) with H···π distance of 2.7500 Å keeping the molecular system stable. Fig. 4 shows the packing diagram of the title compound along b axis. 
Experimental
The title compound was prepared by adapting a reported procedure (Sreekanth et al., 2004) . To a warm methanolic solution of hydrazinecarboxamide (0.1115 g, 1 mmol), a methanolic solution of 3-ethoxy-2-hydroxybenzaldehyde (0.1662 g, 1 mmol) was added and the resulting solution was refluxed for 6 h after adding 3 drops of conc. HCl. On cooling the solution, colorless crystals were separated out. Single crystals suitable for X-ray diffraction studies were obtained by slow evaporation of its solution in 1:1 mixture of methanol and DMF.
Refinement
All H atoms on C were placed in calculated positions, guided by difference maps, with C-H bond distances 0.93-0.97 Å.
H atoms were assigned as U iso =1.2Ueq (1.5 for Me). N2-H2 and O2-H2′ H atoms were located from difference maps and restrained using DFIX instructions. N3-H3A and N3-H3B H atoms were also located from difference maps and restrained using DFIX and DANG instructions. Omitted owing to bad disagreement was the reflection (0 0 1).
Computing details
Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2 and SAINT (Bruker, 2004) ; data reduction: SAINT and XPREP (Bruker, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and publCIF (Westrip, 2010) . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) −0.0008 (6) 0.0029 (7) C3 0.0345 (9) 0.0492 (10) 0.0474 (9) 0.0026 (7) −0.0057 (7) −0.0013 (7) C4 0.0468 (10) 0.0385 (9) 0.0569 (10) 0.0015 (8) −0.0026 (8) 0.0018 (8) C5 0.0434 (9) 0.0411 (9) 0.0471 (9) 0.0086 (7) −0.0022 (7) 0.0075 (7) C6 0.0316 (8) 0.0418 (9) 0.0341 (8) 0.0075 (7) 0.0018 (6) 0.0032 (6) C7 0.0341 (8) 0.0392 (9) 0.0381 (8) 0.0108 (7) −0.0012 (6) 0.0050 (7) C8 0.0270 (7) 0.0386 (8) 0.0382 (8) 0.0075 (6) 0.0006 (6) 0.0053 (6) C9 0.0367 (9) 0.0647 (12) 0.0425 (9) 0.0128 (8) −0.0072 (7) −0.0004 (8) C10 0.0483 (11) 0.0769 (14) 0.0604 (12) 0.0167 (10) −0.0099 (9) 0.0168 (10) Geometric parameters (Å, º) 
